. Dendogram to summarise relatedness between studies. The dendogram was constructed on the basis of pair-wise allele frequency differences between studies across the five loci. With the exception of JHS (African American), the studies fall into two "ancestral clades": East Asian (highlighted in pink); and European, Mexican American and South Asian (highlighted in blue). 
Luciferase activity (MIN6)
KCNQ1: index variant rs2237897 Figure S5 . Variant rs2237897 at the KCNQ1 locus overlaps a pancreatic islet predicted enhancer. At the KCNQ1 association indexed by rs9368222, variants rs2237896, rs2237897 and rs74046911 overlap one human pancreatic islet predicted enhancer. Luciferase assay did not show enhancer activity in MIN6 β-cells for this region, and we could detect an allele specific difference for the reference vs. alternate haplotypes. The data are presented as mean ± standard deviation. Three independent experiments were performed in triplicate, and p-values were calculated by a two-sided Student's t-test. CDKAL1 index variant rs9368222 Figure S6 . Variant rs9348441 at the CDKAL1 locus overlaps a pancreatic islet predicted enhancer. At the CDKAL1 association signal indexed by rs9368222, the variant rs9348441 overlaps a human pancreatic islet predicted enhancer. Luciferase assay for this region did not show enhancer activity for either genotype in MIN6 β-cells. The data are presented as mean ± standard deviation. Three independent experiments were performed in triplicate, and p-values were calculated by a two-sided Student's t-test. 
